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<221> CDS 
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<223> 



<400> 1 
atg gcg gag 
Met Ala Glu 
1 

teg tec ccg 
Ser Ser Pro 



cac cac ggg 
His His Gly 
35 

gcg ccg ccg 
Ala Pro Pro 
50 

ccg get ggg 
Pro Ala Gly 
65 

tgg ctt gec 
Trp Leu Ala 



age ate ate 
Ser lie lie 



cat ctt gca 
His Leu Ala 
115 

aga gca tgg 
Arg Ala Trp 
130 



ccc teg gee 
Pro Ser Ala 
5 

tgg agt ggc 
Trp Ser Gly 
20 

ccc ggg gec 
Pro Gly Ala 



aag ccg gee 
Lys Pro Ala 



tgg cag teg 
Trp Gin Ser 
70 

ggc ttc age 
Gly Phe Ser 
85 

eac gag ttc 
His Glu Phe 
100 

tct cat ggg 
Ser His Gly 



tat cca eta 
Tyr Pro Leu 



ccg gag age 
Pro Glu Ser 



etc atg gec 
Leu Met Ala 
25 

cag tgc gcg 
Gin Cys Ala 
40 

ccg gcg ggg 
Pro Ala Gly 
55 

ctt etc tec 
Leu Leu Ser 



teg cgc etc 
Ser Arg Leu 



gac ccg tgg 
Asp Pro Trp 
105 

ttc tat gaa 
Phe Tyr Glu 
120 

gga aga at a 
Gly Arg lie 
135 



aag cac aag 
Lys His Lys 
10 

ctg gga aac 
Leu Gly Asn 



cac aag gcg 
His Lys Ala 



ctg tec ggg 
Leu Ser Gly 
60 

ttc ace ate 
Phe Thr lie 
75 

ttc gee gtc 
Phe Ala Val 
90 

ttt aac tat 
Phe Asn Tyr 



ttt tta aat 
Phe Leu Asn 



gta ggt ggt 
Val Gly Gly 
140 



teg tec ccc 
Ser Ser Leu 
15 

age egg cac 
Ser Arg Kis 
30 

gcg ggc cgc 
Ala Gly Gly 
45 

ggg ctg teg 
Gly Leu Ser 



etc ttc rtg 
Leu Phe Leu 



ate cgc ttc 
lie Arg Phe 
95 

aga tea aca 
Arg Ser Thr 
110 

tgg ttt gat 
Trp Phe Asp 
125 

act gtt tac 
Thr Val Tyr 



aac 4 8 

Asn 



ggc 96 
Gly 



gcg 144 
Ala 



cag 192 
Gin 



gec 240 

Ala 

80 

gaa 288 
Glu 



cat 336 
His 



gaa 3 84 

Glu 



cca 432 
Pro 
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999 ttg atg ata ace get ggc ctt att cat tgg att tta aat aca ttg 
Gly Leu Met lie Thr Ala Gly Leu lie His Trp lie Leu Asn Thr Leu 
145 150 155 160 

aac ata act gtt cac ata aga gac gta tgt gtg ttc ctt gca cca act 
Asn lie Thr Val His lie Arg Asp Val Cys Val Phe Leu Ala Pro Thr 
165 170 175 



480 



528 



ttt age ggc ctt aca tct ata tct act ttc ctg ctt aca aga gaa ctt 
Phe Ser Gly Leu Thr Ser lie Ser Thr Phe Leu Leu Thr Arg Glu Leu 
180 185 190 



576 



tgg aac caa gga gca gga ctt tta get get tgt ttt att get att gta 
Trp Asn Gin Gly Ala Gly Leu Leu Ala Ala Cys Phe He Ala He Val 
195 200 205 



624 



cca ggc tac ata tct egg tea gta get gga tec ttt gat aat gaa ggc 
Pro Gly Tyr He Ser Arg Ser Val Ala Gly Ser Phe Asp Asn Glu Gly 
210 215 220 



672 



att get att ttt gca ctt cag ttc aca tac tat tta tgg gta aaa tct 
He Ala He Phe Ala Leu Gin Phe Thr Tyr Tyr Leu Trp Val Lys Ser 
225 230 235 240 



720 



gta aaa act ggg tea gtt ttt tgg aca atg tgc tgc tgc tta tec tat 
Val Lys Thr Gly Ser Val Phe Trp Thr Met Cys Cys Cys Leu Ser Tyr 
245 250 255 



768 



ttc tat atg gtc tct get tgg ggt ggt tat gta ttt ate ate aat ctt 
Phe Tyr Met Val Ser Ala Trp Gly Gly Tyr Val Phe He He Asn Leu 
260 265 270 



816 



att cca ctg cat gta ttt gtg ttg tta ctg atg cag aga tac age aaa 864 
He Pro Leu His Val Phe Val Leu Leu Leu Met Gin Arg Tyr Ser Lys 
275 280 285 

aga gtc tac ata gca tat age act ttc tac att gtg ggt tta ata tta 912 
Arg Val Tyr He Ala Tyr Ser Thr Phe Tyr He Val Gly Leu He Leu 
290 295 300 

tea atg cag ata cct ttt gtg gga ttc cag cca ate aga aca agt gaa 960 
Ser Met Gin He Pro Phe Val Gly Phe Gin Pro He Arg Thr Ser Glu 
305 310 315 320 

cac atg gca get gca ggt gtc ttt gca ttg ctg caa get tat get ttc 1008 
His Met Ala Ala Ala Gly Val Phe Ala Leu Leu Gin Ala Tyr Ala Phe 
325 330 335 

ttg cag tat ctg aga gac cga tta aca aaa caa gag ttc cag ace ctt 1056 
Leu Gin Tyr Leu Arg Asp Arg Leu Thr Lys Gin Glu Phe Gin Thr Leu 
340 345 350 

ttc ttt ttg ggt gta tea eta get gca ggt get gtg ttc ctt agt gtc 1104 
Phe Phe Leu Gly Val Ser Leu Ala Ala Gly Ala Val Phe Leu Ser Val 
355 360 365 

ate tat ttg act tat aca ggt tac att gca cca tgg agt ggc agg ttt 1152 
He Tyr Leu Thr Tyr Thr Gly Tyr He Ala Pro Trp Ser Gly Arg Phe 
370 375 380 



m m ma 
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tat tea ttg tgg gat act ggg tat gca aaa ata cac att cca att att 
Tyr Ser Leu Trp Asp Thr Gly Tyr Ala Lys lie His lie Pro lie lie 
385 390 395 400 

gca tea gtg tct gag cat caa cct acg act tgg gtg tct ttc ttc ttt 
Ala Ser Val Ser Glu His Gin Pro Thr Thr Trp Val Ser Phe Phe Phe 
405 410 415 

gat eta cat att ctt gta tgt acc ttc cca gca ggc ctt tgg ttc tgc 
Asp Leu His lie Leu Val Cys Thr Phe Pro Ala Gly Leu Trp Phe Cys 
420 425 430 

ate aaa aat ate aac gat gaa aga gta ttt gtt get eta tat gca ate 
lie Lys Asn lie Asn Asp Glu Arg Val Phe Val Ala Leu Tyr Ala lie 
435 440 445 

agt get gtc tac ttt get gga gtg atg gtg cga ctg atg ttg act ttg 
Ser Ala Val Tyr Phe Ala Gly Val Met Val Arg Leu Met Leu Thr Leu 
450 455 460 

act cca gtc gtg tgt atg ctg tct gca att gee ttt tea aat gtt ttt 
Thr Pro Val Val Cys Met Leu Ser Ala He Ala Phe Ser Asn Val Phe 
465 470 475 480 

gag cac tat ttg ggg gat gac atg aaa agg gaa aat cca cct gtg gag 
Glu His Tyr Leu Gly Asp Asp Met Lys Arg Glu Asn Pro Pro Val Glu 
485 490 495 

gac age agt gat gag gat gac aaa aga aac caa gga aat ttg tat gat 
Asp Ser Ser Asp Glu Asp Asp Lys Arg Asn Gin Gly Asn Leu Tyr Asp 
500 505 510 

aag gca ggt aaa gtg agg aaa cat gca act gaa cag gaa aaa act gaa 
Lys Ala Gly Lys Val Arg Lys His Ala Thr Glu Gin Glu Lys Thr Glu 
515 520 525 

9" a 9 99 a tta 99 c cct aat ata aaa a 9 c att 9 tc acc at 9" at 9 ct< 3 

Glu Gly Leu Gly Pro Asn He Lys Ser He Val Thr Met Leu Met Leu 
530 535 540 

atg eta ttg atg atg ttt get gtc cac tgt acc tgg gtc aca age aat 
Met Leu Leu Met Met Phe Ala Val His Cys Thr Trp Val Thr Ser Asn 
545 550 555 560 

gec tac tct agt cca agt gta gtc ctg gee tea tac aat cat gat ggc 
Ala Tyr Ser Ser Pro Ser Val Val Leu Ala Ser Tyr Asn His Asp Gly 
565 570 575 

acc agg aat ate tta gat gat ttt aga gaa get tac ttt tgg eta agg 
Thr Arg Asn He Leu Asp Asp Phe Arg Glu Ala Tyr Phe Trp Leu Arg 
580 585 590 

caa aat aca gat gaa cat gca cga gta atg tct tgg tgg gat tat ggc 
Gin Asn Thr Asp Glu His Ala Arg Val Met Ser Trp Trp Asp Tyr Gly 
595 600 605 

tat cag ata get gga atg get aat aga act acg ttg gtg gat aat aac 
Tyr Gin He Ala Gly Met Ala Asn Arg Thr Thr Leu Val Asp Asn Asn 
610 615 620 



acc tgg aat aac age cac ata gca ctg gtg gga aaa get atg tct tct 
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Thr Trp Asn Asn Ser His lie Ala Leu Val Gly Lys Ala Met Ser Ser 
625 630 635 640 

aat gaa aca gca gcc tat aaa ate atg agg act eta gat gta gat tat 1968 
Asn Glu Thr Ala Ala Tyr Lys lie Met Arg Thr Leu Asp Val Asp Tyr 
645 650 655 

gtt ttg gtt att ttt gga ggg gtt att ggc tat tct ggt gat gat ate 2 016 

Val Leu Val lie Phe Gly Gly Val He Gly Tyr Ser Gly Asp Asp He 
660 665 670 

aac aaa ttt etc tgg atg gtt agg ata get gaa gga gaa cat ccc aaa 2 064 

Asn Lys Phe Leu Trp Met Val Arg He Ala Glu Gly Glu His Pro Lys 
675 680 685 

gac att egg gaa agt gac tat ttt ace cca cag gga gaa ttc cgt gta 2112 
Asp He Arg Glu Ser Asp Tyr Phe Thr Pro Gin Gly Glu Phe Arg Val 
690 695 700 

gac aaa gca gga tec cct act ttg ttg aat tgc ctt atg tat aaa atg 216 0 

Asp Lys Ala Gly Ser Pro Thr Leu Leu Asn Cys Leu Met Tyr Lys Met 
705 710 715 720 

tea tac tac aga ttt gga gaa atg cag ctg gat ttt cgt aca ccc cca 22 08 

Ser Tyr Tyr Arg Phe Gly Glu Met Gin Leu Asp Phe Arg Thr Pro Pro 
725 730 735 

ggt ttt gac cga aca cgt aat get gag att gga aat aag gac att aaa 22 56 

Gly Phe Asp Arg Thr Arg Asn Ala Glu He Gly Asn Lys Asp He Lys 
740 745 750 

ttc aaa cat ttg gaa gaa gcc ttt aca tea gaa cac tgg ctt gtt agg 23 04 

Phe Lys His Leu Glu Glu Ala Phe Thr Ser Glu His Trp Leu Val Arg 
755 760 765 

ata tat aaa gta aaa gca cct gat aac agg gag aca tta gat cac aaa 23 52 

He Tyr Lys Val Lys Ala Pro Asp Asn Arg Glu Thr Leu Asp His Lys 
770 775 780 

cct cga gtc acc aac att ttc cca aaa cag aag tat ttg tea aag aag 2400 
Pro Arg Val Thr Asn He Phe Pro Lys Gin Lys Tyr Leu Ser Lys Lys 
785 790 795 " 800 

act acc aaa agg aag cgt ggc tac att aaa aat aag ctg gtt ttt aag 2448 
Thr Thr Lys Arg Lys Arg Gly Tyr He Lys Asn Lys Leu Val Phe Lys 
805 810 815 

aaa ggc aag aaa ata tct aag aag act gtt taa 24 81 

Lys Gly Lys Lys He Ser Lys Lys Thr Val 
820 825 



<210> 2 

<211> 826 

<212> PRT 

<213> Homo sapiens 

<400> 2 



Met Ala Glu Pro Ser Ala Pro Glu Ser Lys His Lys Ser Ser Leu Asn 
15 10 15 



r 
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Ser Ser Pro Trp Ser Gly Leu Met Ala Leu Gly Asn Ser Arg His Gly 
20 25 30 



His His Gly Pro Gly Ala Gin Cys Ala His Lys Ala Ala Gly Gly Ala 
35 40 45 



Ala Pro Pro Lys Pro Ala Pro Ala Gly Leu Ser Gly Gly Leu Ser Gin 
50 55 60 



Pro Ala Gly Trp Gin Ser Leu Leu Ser Phe Thr He Leu Phe Leu Ala 
65 ~ ' 70 75 80 



Trp Leu Ala Gly Phe Ser Ser Arg Leu Phe Ala Val He Arg Phe Glu 
85 90 95 



Ser He He His Glu Phe Asp Pro Trp Phe Asn Tyr Arg Ser Thr His 
100 105 HO 



His Leu Ala Ser His Gly Phe Tyr Glu Phe Leu Asn Trp Phe Asp Glu 
115 120 125 



Arg Ala Trp Tyr Pro Leu Gly Arg He Val Gly Gly Thr Val Tyr Pro 
130 135 140 



Gly Leu Met He Thr Ala Gly Leu He His Trp He Leu Asn Thr Leu 
145 150 155 160 



Asn He Thr Val His He Arg Asp Val Cys Val Phe Leu Ala Pro Thr 
165 170 175 



Phe Ser Gly Leu Thr Ser He Ser Thr Phe Leu Leu Thr Arg Glu Leu 
180 185 190 



Trp Asn Gin Gly Ala Gly Leu Leu Ala Ala Cys Phe He Ala He Val 
195 200 205 



Pro Gly Tyr He Ser Arg Ser Val Ala Gly Ser Phe Asp Asn Glu Gly 
210 215 220 



He Ala He Phe Ala Leu Gin Phe Thr Tyr Tyr Leu Trp Val Lys Ser 
225 230 235 240 



Val Lys Thr Gly Ser Val Phe Trp Thr Met Cys Cys Cys Leu Ser Tyr 
245 250 255 
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Phe Tyr Met Val Ser Ala Trp Gly Gly Tyr Val Phe He He Asn Leu 
260 265 270 



He Pro Leu His Val Phe Val Leu Leu Leu Met Gin Arg Tyr Ser Lys 
275 280 285 



Arg Val Tyr He Ala Tyr Ser Thr Phe Tyr He Val Gly Leu He Leu 
290 295 300 



Ser Met Gin He Pro Phe Val Gly Phe Gin Pro He Arg Thr Ser Glu 
305 310 315 320 

His Met Ala Ala Ala Gly Val Phe Ala Leu Leu Gin Ala Tyr Ala Phe 
325 330 335 



Leu Gin Tyr Leu Arg Asp Arg Leu Thr Lys Gin Glu Phe Gin Thr Leu 
340 345 350 

Phe Phe Leu Gly Val Ser Leu Ala Ala Gly Ala Val Phe Leu Ser Val 
355 360 365 



He Tyr Leu Thr Tyr Thr Gly Tyr He Ala Pro Trp Ser Gly Arg Phe 
370 375 380 

Tyr Ser Leu Trp Asp Thr Gly Tyr Ala Lys He His He Pro He He 
385 1 ^ 390 395 400 



Ala Ser Val Ser Glu His Gin Pro Thr Thr Trp Val Ser Phe Phe Phe 
405 410 415 



Asp Leu His He Leu Val Cys Thr Phe Pro Ala Gly Leu Trp Phe Cys 
420 425 430 



He Lys Asn He Asn Asp Glu Arg Val Phe Val Ala Leu Tyr Ala He 
435 440 445 



Ser Ala Val Tyr Phe Ala Gly Val Met Val Arg Leu Met Leu Thr Leu 
450 455 460 



Thr Pro Val Val Cys Met Leu Ser Ala He Ala Phe Ser Asn Val Phe 
465 ~ 470 475 480 



Glu His Tyr Leu Gly Asp Asp Met Lys Arg Glu Asn Pro Pro Val Glu 
485 490 495 
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Asp Ser Ser Asp Glu Asp Asp Lys Arg Asn Gin Gly Asn Leu Tyr Asp 
500 505 510 



Lys Ala Gly Lys Val Arg Lys His Ala Thr Glu Gin Glu Lys Thr Glu 
515 ~ 52 0 52 5 



Glu Gly Leu Gly Pro Asn lie Lys Ser He Val Thr Met Leu Met Leu 
530 535 540 



Met Leu Leu Met Met Phe Ala Val His Cys Thr Trp Val Thr Ser Asn 
545 550 555 560 

Ala Tyr Ser Ser Pro Ser Val Val Leu Ala Ser Tyr Asn His Asp Gly 
565 570 575 



Thr Arg Asn He Leu Asp Asp Phe Arg Glu Ala Tyr Phe Trp Leu Arg 
580 585 590 



Gin Asn Thr Asp Glu His Ala Arg Val Met Ser Trp Trp Asp Tyr Gly 
595 600 605 



Tyr Gin He Ala Gly Met Ala Asn Arg Thr Thr Leu Val Asp Asn Asn 
610 615 620 



Thr Trp Asn Asn Ser His He Ala Leu Val Gly Lys Ala Met Ser Ser 
625 630 635 640 



Asn Glu Thr Ala Ala Tyr Lys He Met Arg Thr Leu Asp Val Asp Tyr 
645 650 655 



Val Leu Val He Phe Gly Gly Val He Gly Tyr Ser Gly Asp Asp He 
660 665 670 



Asn Lys Phe Leu Trp Met Val Arg He Ala Glu Gly Glu His Pro Lys 
675 680 685 



Asp He Arg Glu Ser Asp Tyr Phe Thr Pro Gin Gly Glu Phe Arg Val 
690 695 700 



Asp Lys Ala Gly Ser Pro Thr Leu Leu Asn Cys Leu Met Tyr Lys Met 
705 ~ 710 715 720 



Ser Tyr Tyr Arg Phe Gly Glu Met Gin Leu Asp Phe Arg Thr Pro Pro 
725 730 735 



Gly Phe Asp Arg Thr Arg Asn Ala Glu He Gly Asn Lys Asp He Lys 



740 
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745 



750 



Phe Lys His Leu Glu Glu Ala Phe Thr Ser Glu His Trp Leu Val Arg 
755 760 765 



lie Tyr Lys Val Lys Ala Pro Asp Asn Arg Glu Thr Leu Asp His Lys 
770 775 780 



Pro Arg Val Thr Asn lie Phe Pro Lys Gin Lys Tyr Leu Ser Lys Lys 
785 " 790 795 800 



Thr Thr Lys Arg Lys Arg Gly Tyr lie Lys Asn Lys Leu Val Phe Lys 
805 810 815 



Lys Gly Lys Lys lie Ser Lys Lys Thr Val 
820 825 



<210> 3 

<211> 2710 

<212> DNA 

<213> Mus musculus 

<300> 

<308> AK018758 

<309> 2001-07-05 

<313> (1) . . (2469) 

<400> 3 



cgccgcccag 


cacccctcgc 


tccaggcggc 


ggcggtggcc 


gcggaggacg 


agcgagaccc 


60 


gccgccgggg 


cacaacatgg 


cggagccctc 


ggccccggag 


agcaagcaca 


agtcgtccct 


120 


caactcgtcc 


ccgtggagcg 


gcctcatggc 


tctggggaac 


agccgccacg ggcaccatgg 


180 


gcccggaacc 


cagagcgcgt 


ccagggcggc 


ggcgccgaag 


ccggggcccc 


ccgcggggct 


240 


gtccgggggc 


ttgtcgcagc 


cggccgggtg 


gcagtcgttg 


ctctccttca 


ccatcctctt 


300 


cctggcctgg 


ctggccggct 


tcagctcgcg 


cctcttcgcc 


gtcatccgct 


tcgagagcat 


360 


catccacgag 


ttcgacccgt 


ggtttaacta 


tagatcaaca 


catcatcttg 


catctcatgg 


420 


attctatgag 


tttctaaatt 


ggtttgatga 


aagagcatgg 


tacccactgg gaagaatagt 


480 


gggtggcacc 


gtttacccag 


ggttgatgat 


aacagctggc 


cttattcatt 


ggattttaaa 


540 


tacattgaac 


ataacagttc 


acataagaga 


tgtgtgtgta 


ttccttgcac 


caacttttag 


600 


cggccttaca 


tccatatcta 


cgttcctgct 


aactagagaa 


ctgtggaacc 


aaggagcagg 


660 


acttctagct 


gcttgcttca 


ttgctatcgt 


accagggtac 


atatctcggt 


cagtggcggg 


720 


atcctttgat 


aatgaaggca 


ttgccatttt 


tgcgcttcag 


ttcacttact 


acttatgggt 


780 


aaagtctgtg 


aagaccgggt 


ctgtgttctg 


gacaatgtgc 


tgctgcttgt 


catatttcta 


840 



catggtctct 
tgtgttgctg 
cattgtgggt 
aagcgagcac 
gtatctgaga 
actagctgca 
accatggagt 
aattattgca 
acatattctt 
tgaaagagta 
gcggctgatg 
tgtttttgag 
cagtgatgag 
gaagcatgtg 
tgtgaccatg 
aagcaacgcc 
gaatatatta 
cgcccgggtc 
cactctggtg 
gtcttccaat 
ggttattttc 
ggtcaggata 
gcagggagag 
taaaatgtca 
tgaccgaaca 
agcttttaca 
ggagacacta 
aaagaagact 
caagaagacc 
ttgagagaac 



gcgtggggag 
ctgatgcaga 
ttaatattat 
atggcagctg 
gaccggttga 
ggcgctgtgt 
ggcaggtttt 
tcagtgtctg 
gtatgtacct 
tttgtcgctc 
ctgactctga 
cactatttgg 
gatgacaaaa 
acagagcaag 
ctgatgctca 
tactccagtc 
gatgatttta 
atgtcgtggt 
gataacaaca 
gaaacggccg 
ggaggagtga 
gctgaagggg 
ttccgagtag 
tactacagat 
cgtaatgctg 
tcagagcact 
ggtcacaaac 
actaaaagga 
tctaagaaga 
cggtctttgc 



gttatgtgtt 
ggtacagcaa 
ccatgcagat 
caggtgtctt 
caaaacagga 
tccttagtgt 
attcactatg 
aacatcagcc 
tcccagcagg 
tgtatgcgat 
ccccggtcgt 
gggatgacat 
gaaacccagg 
agaaacctga 
tgctcctgat 
caagtgtggt 
gagaagcgta 
gggactacgg 
cctggaacaa 
cctataaaat 
ttggctattc 
agcatcccaa 
acaaagctgg 
ttggagaaat 
agattggaaa 
ggcttgtcag 
ctcgagtcac 
agcgtggcta 
ctgtttaaat 
cttctgctca 
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catcatcaac 
gagagtctac 
accttttgtg 
tgcgctgctg 
gttccagacc 
catctatctg 
ggatactggg 
tacgacatgg 
cctatggttc 
cagtgctgtg 
ctgcatgctg 
gaaaagggaa 
aaacttgtat 
agagggcttg 
gatgttcgcg 
ccttgcctcc 
cttttggctg 
ctatcagatt 
cagccacatc 
catgaggtcc 
cggggacgat 
agacatccgg 
gtctcctact 
gcagctagat 
taaagacatt 
gatatataaa 
caacatcgtc 
cgttaaaaat 
gcgctgttct 
tgtcctgttt 



ctcatccctc 
atagcatata 
ggatttcagc 
caagcttacg 
cttttctttt 
acatacacag 
tatgcaaaaa 
gtgtctttct 
tgcatcaaaa 
tactttgccg 
tcggccatcg 
aacccacctg 
gacaaggcag 
ggccccaaca 
gtccactgca 
tacaatcatg 
agacaaaaca 
gctggcatgg 
gcactggtcg 
cttgatgtcg 
atcaacaagt 
gaaggtgact 
ctgttaaact 
tttcgcactc 
aaattcaagc 
gtgaaagcac 
cccaaacaga 
aagctagtgt 
ggcctcactt 
cacagcacca 



tccatgtgtt 
gcactttgta 
caatcagaac 
cttttttgca 
tgggtgtctc 
gttatattgc 
tacacattcc 
tctttgatct 
atatcaacga 
gagtgatggt 
ccttctccaa 
tggaggacag 
gtaaagtgag 
tcaaaagcat 
cgtgggtcac 
atggtaccag 
cggatgaaca 
ccaacaggac 
gaaaagctat 
attatgtgtt 
tcctctggat 
atttcaccca 
gccttatgta 
ccccaggctt 
atttggagga 
ctgacaacag 
agtatttgtc 
ttaagaaagg 
gcagcagtcc 
agggtacaga 



900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
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acatcgctgg gccaagtcaa tgtacaaaat gttctggcaa tgcctcattt aaaattaaat 2700 



tggtttattg 



<210> 4 

<21l> 823 

<212> PRT 

<213> Mus mus cuius 

<300> 

<308> AK018758 

<309> 2001-07-05 

<313> (1)..(823) 

<400> 4 

Met Ala Glu Pro Ser Ala Pro Glu Ser Lys His Lys Ser Ser Leu Asn 
15 10 15 



Ser Ser Pro Trp Ser Gly Leu Met Ala Leu Gly Asn Ser Arg His Gly 
20 25 30 



His His Gly Pro Gly Thr Gin Ser Ala Ser Arg Ala Ala Ala Pro Lys 
35 40 45 



Pro Gly Pro Pro Ala Gly Leu Ser Gly Gly Leu Ser Gin Pro Ala Gly 
50 55 60 



Trp Gin Ser Leu Leu Ser Phe Thr lie Leu Phe Leu Ala Trp Leu Ala 
65 70 75 80 

Gly Phe Ser Ser Arg Leu Phe Ala Val lie Arg Phe Glu Ser lie lie 
85 90 95 



His Glu Phe Asp Pro Trp Phe Asn Tyr Arg Ser Thr His His Leu Ala 
100 105 HO 



Ser His Gly Phe Tyr Glu Phe Leu Asn Trp Phe Asp Glu Arg Ala Trp 
115 " 120 125 



Tyr Pro Leu Gly Arg He Val Gly Gly Thr Val Tyr Pro Gly Leu Met 
130 ^ 135 140 



lie Thr Ala Gly Leu He His Trp lie Leu Asn Thr Leu Asn lie Thr 

145 150 155 160 

Val His He Arg Asp Val Cys Val Phe Leu Ala Pro Thr Phe Ser Gly 

165 170 175 



2710 
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Leu Thr Ser lie Ser Thr Phe Leu Leu Thr Arg Glu Leu Trp Asn Gin 
180 185 190 



Gly Ala Gly Leu Leu Ala Ala Cys Phe lie Ala lie Val Pro Gly Tyr 
195 200 205 



He Ser Arg Ser Val Ala Gly Ser Phe Asp Asn Glu Gly He Ala He 
210 215 220 



Phe Ala Leu Gin Phe Thr Tyr Tyr Leu Trp Val Lys Ser Val Lys Thr 
225 230 235 240 



Gly Ser Val Phe Trp Thr Met Cys Cys Cys Leu Ser Tyr Phe Tyr Met 
245 250 255 



Val Ser Ala Trp Gly Gly Tyr Val Phe He He Asn Leu He Pro Leu 
260 ~ ~ 265 270 



His Val Phe Val Leu Leu Leu Met Gin Arg Tyr Ser Lys Arg Val Tyr 
275 280 285 



He Ala Tyr Ser Thr Leu Tyr He Val Gly Leu He Leu Ser Met Gin 
290 295 300 



He Pro Phe Val Gly Phe Gin Pro He Arg Thr Ser Glu His Met Ala 
305 310 315 320 



Ala Ala Gly Val Phe Ala Leu Leu Gin Ala Tyr Ala Phe Leu Gin Tyr 
32 5 33 0 33 5 



Leu Arg Asp Arg Leu Thr Lys Gin Glu Phe Gin Thr Leu Phe Phe Leu 
340 345 350 



Gly Val Ser Leu Ala Ala Gly Ala Val Phe Leu Ser Val He Tyr Leu 
355 360 365 



Thr Tyr Thr Gly Tyr He Ala Pro Trp Ser Gly Arg Phe Tyr Ser Leu 
370 375 380 



Trp Asp Thr Gly Tyr Ala Lys He His He Pro He He Ala Ser Val 
385 390 395 400 



Ser Glu His Gin Pro Thr Thr Trp Val Ser Phe Phe Phe Asp Leu His 
405 410 415 



He Leu Val Cys Thr Phe Pro Ala Gly Leu Trp Phe Cys He Lys Asn 



420 
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425 



430 



lie Asn Asp Glu Arg Val Phe Val Ala Leu Tyr Ala lie Ser Ala Val 
435 440 445 



Tyr Phe Ala Gly Val Met Val Arg Leu Met Leu Thr Leu Thr Pro Val 
450 455 460 



Val Cys Met Leu Ser Ala lie Ala Phe Ser Asn Val Phe Glu His Tyr 
465 470 475 480 



Leu Gly Asp Asp Met Lys Arg Glu Asn Pro Pro Val Glu Asp Ser Ser 
485 490 495 



Asp Glu Asp Asp Lys Arg Asn Pro Gly Asn Leu Tyr Asp Lys Ala Gly 
500 505 510 



Lys Val Arg Lys His Val Thr Glu Gin Glu Lys Pro Glu Glu Gly Leu 
515 520 525 



Gly Pro Asn lie Lys Ser lie Val Thr Met Leu Met Leu Met Leu Leu 
530 535 540 



Met Met Phe Ala Val His Cys Thr Trp Val Thr Ser Asn Ala Tyr Ser 
545 550 555 560 



Ser Pro Ser Val Val Leu Ala Ser Tyr Asn His Asp Gly Thr Arg Asn 
565 570 575 



He Leu Asp Asp Phe Arg Glu Ala Tyr Phe Trp Leu Arg Gin Asn Thr 
580 585 590 



Asp Glu His Ala Arg Val Met Ser Trp Trp Asp Tyr Gly Tyr Gin He 
595 600 605 



Ala Gly Met Ala Asn Arg Thr Thr Leu Val Asp Asn Asn Thr Trp Asn 
610 615 620 



Asn Ser His He Ala Leu Val Gly Lys Ala Met Ser Ser Asn Glu Thr 
625 630 635 640 



Ala Ala Tyr Lys He Met Arg Ser Leu Asp Val Asp Tyr Val Leu Val 
645 650 655 



He Phe Gly Gly Val He Gly Tyr Ser Gly Asp Asp He Asn Lys Phe 
660 665 670 
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Leu Trp Met Val Arg He Ala Glu Gly Glu His Pro Lys Asp He Arg 
675 680 685 



Glu Gly Asp Tyr Phe Thr Gin Gin Gly Glu Phe Arg Val Asp Lys Ala 
690 695 700 



Gly Ser Pro Thr Leu Leu Asn Cys Leu Met Tyr Lys Met Ser Tyr Tyr 
705 710 715 720 



Arg Phe Gly Glu Met Gin Leu Asp Phe Arg Thr Pro Pro Gly Phe Asp 
725 730 735 



Arg Thr Arg Asn Ala Glu He Gly Asn Lys Asp He Lys Phe Lys His 
740 745 750 



Leu Glu Glu Ala Phe Thr Ser Glu His Trp Leu Val Arg He Tyr Lys 
755 760 765 

Val Lys Ala Pro Asp Asn Arg Glu Thr Leu Gly His Lys Pro Arg Val 
770 775 780 



Thr Asn He Val Pro Lys Gin Lys Tyr Leu Ser Lys Lys Thr Thr Lys 
785 790 795 800 



Arg Lys Arg Gly Tyr Val Lys Asn Lys Leu Val Phe Lys Lys Gly Lys 
805 810 815 



Lys Thr Ser Lys Lys Thr Val 
820 



<210> 5 

<211> 2733 

<212> DNA 

<213> Saccharomyces cerevisiae 
<300> 

<308> D28952 

<309> 1999-02-07 

<313> (1) . . (2733) 

<400> 5 

aagctttctt ttacttctct tcgcctctgc taaatggtca ccatcgacgg ttgctttttc 



60 
120 



gcgctggtcg agaattgaca aaataagaca cgaacaaaag agcaagtctg aaagaaagaa 
aagcagcaaa agcacggtct aattcaacgt gacatagcat ccgcaatcgc attcacagcc 18 0 
gtaaatccta actaccattc gtcattatca cagctgccat gggatccgac cggtcgtgtg 



240 
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ttttgtctgt 


gtttcagacc 


atcctcaagc 


tegtcatett 


cgtggcgatt 


tttggggctg 


300 


ccatatcatc 


acgtttgttt 


gcagtcatca 


aatttgagtc 


tattatccat 


gaattcgacc 


360 


cctggttcaa 


ttatagggct 


accaaatatc 


tegtcaacaa 


ttcgttttac 


aagtttttga 


420 


actggtttga 


cgaccgtacc 


tggtaccccc 


teggaagggt 


tactggaggg 


actttatatc 


480 


ctggtttgat 


gacgactagt 


gcgttcatct 


ggcacgccct 


gcgcaactgg 


ttgggcttgc 


540 


ccattgacat 


cagaaaegtt 


tgtgtgctat 


ttgcgccact 


attttctggg 


gtcaccgcct 


600 


gggcgactta 


cgaatttacg 


aaagagatta 


aagatgccag 


cgctgggctt 


ttggctgctg 


660 


gttttatagc 


cattgtcccc 


ggttatatat 


ctagatcagt 


ggeggggtec 


tacgataatg 


720 


aggccattgc 


cattacacta 


ttaatggtca 


ctttcatgtt 


ttggattaag 


geccaaaaga 


780 


ctggctctat 


catgcacgca 


acgtgtgcag 


ctttattcta 


cttctacatg 


gtgtcggctt 


840 


ggggtggata 


cgtgttcatc 


accaacttga 


tcccactcca 


tgtctttttg 


ctgattttga 


900 


tgggcagata 


ttcgtccaaa 


ctgtattctg 


cctacaccac 


ttggtacgct 


attggaactg 


960 


ttgcatccat 


gcagatccca 


tttgtcggtt 


tcctacctat 


caggtctaac 


gaccacatgg 


1020 


ccgcattggg 


tgttttcggt 


ttgattcaga 


ttgtcgcctt 


eggtgactte 


gtgaagggee 


1080 


aaatcagcac 


agctaagttt 


aaagtcatca 


tgatggtttc 


tctgtttttg 


atcttggtcc 


1140 


ttggtgtggt 


eggactttet 


gccttgacct 


atatggggtt 


gattgcccct 


tggactggta 


1200 


gattttattc 


gttatgggat 


accaactacg 


caaagatcca 


cattcctatc 


attgcctccg 


1260 


tttccgaaca 


tcaacccgtt 


tcgtggcccg 


ctttcttctt 


tgatacccac 


tttttgatct 


1320 


ggctattccc 


cgccggtgta 


ttcctactat 


tcctcgactt 


gaaagacgag 


cacgtttttg 


1380 


tcatcgctta 


ctccgttctg 


tgttcgtact 


ttgccggtgt 


tatggttaga 


ttgatgttga 


1440 


ctttgacacc 


agtcatctgt 


gtgtccgccg 


ccgtcgcatt 


gtccaagata 


tttgacatct 


1500 


acctggattt 


caagacaagt 


gaeegcaaat 


acgccatcaa 


acctgcggca 


ctactggcca 


1560 


aattgattgt 


ttceggatea 


ttcatctttt 


atttgtatct 


tttegtctte 


cattctactt 


1620 


gggtaacaag 


aactgeatae 


tcttctcctt 


ctgttgtttt 


gccatcacaa 


accccagatg 


1680 


gtaaattggc 


gttgatcgac 


gacttcaggg 


aagegtacta 


ttggttaaga 


atgaactctg 


1740 


atgaggacag 


taaggttgca 


gcgtggtggg 


attaeggtta 


ccaaattggt 


ggcatggcag 


1800 


acagaaccac 


tttagtcgat 


aacaacacgt 


ggaacaatac 


tcacatcgcc 


atcgttggta 


1860 






yctyctcictc-L- L- u 


aprraaa1"t"pi" 
ci y Ci ci cl L, 


ctctctcty cty k^ct 


rrpi t~crt" catl t"t~ 
y c*. i_- y (— v y ci. c 


1920 


atgtcttggt 


catctttggt 


ggtctaattg 


ggtttggtgg 


tgatgacatc 


aacaaattct 


1980 


tgtggatgat 


cagaattagc 


gagggaatct 


ggecagaaga 


gataaaagag 


cgttatttct 


2040 


atacegcaga 


ggSfagaatac 


agagtagatg 


caagggcttc 


tgagaccatg 


aggaactege 


2100 
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tactttacaa gatgtcctac aaagatttcc cacaattatt caatggtggc caagccactg 216 0 

acagagtgcg tcaacaaatg atcacaccat tagacgtccc accattagac tacttcgacg 222 0 

aagtttttac ttccgaaaac tggatggtta gaatatatca attgaagaag gatgatgccc 22 8 0 

aaggtagaac tttgagggac gttggtgagt taaccaggtc ttctacgaaa accagaaggt 2340 

ccataaagag acctgaatta ggcttgagag tctaaattgg ccacacatta aaggaaatga 24 0 0 

ctaagataaa atatacatat ataaaaagat aaacaaataa gtataagttt ggtttccctt 246 0 

cccgttatta tgatcgctcg tgacggatcg tctttgccct ttttggtaaa acgtaaacaa 2 52 0 

aataacaata gaaaaaataa caactttatc aatgtttatt tttatttatt aagtatttga 2580 

tgtgaagtag tttttctaaa tgctacttca ttttgacatt gtaattcaat tactatcaag 2640 

tcataccctt aaatcgcacc aagtagagcc ccccatggat tttgaaacgt cgttcgaaga 27 0 0 

atttgtcgaa gataaacgat tcattgctct aga 2 733 



<210> 6 

<211> 718 

<212> PRT 

<213> Saccharomyces cerevisiae 
<300> 

<308> BAA06079 

<309> 1999-02-07 

<313> (1) . . (718) 

<400> 6 

Met Gly Ser Asp Arg Ser Cys Val Leu Ser Val Phe Gin Thr lie Leu 
15 10 15 



Lys Leu Val lie Phe Val Ala lie Phe Gly Ala Ala lie Ser Ser Arg 
20 25 30 



Leu Phe Ala Val lie Lys Phe Glu Ser lie lie His Glu Phe Asp Pro 
35 40 45 



Trp Phe Asn Tyr Arg Ala Thr Lys Tyr Leu Val Asn Asn Ser Phe Tyr 
50 55 60 



Lys Phe Leu Asn Trp Phe Asp Asp Arg Thr Trp Tyr Pro Leu Gly Arg 
65 70 75 80 



Val Thr Gly Gly Thr Leu Tyr Pro Gly Leu Met Thr Thr Ser Ala Phe 
85 90 95 



lie Trp His Ala Leu Arg Asn Trp Leu Gly Leu Pro lie Asp He Arg 



100 
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105 



110 



Asn Val Cys Val Leu Phe Ala Pro Leu Phe Ser Gly Val Thr Ala Trp 
115 120 125 



Ala Thr Tyr Glu Phe Thr Lys Glu lie Lys Asp Ala Ser Ala Gly Leu 
130 135 140 



Leu Ala Ala Gly Phe lie Ala He Val Pro Gly Tyr He Ser Arg Ser 

145 " 150 155 160 

Val Ala Gly Ser Tyr Asp Asn Glu Ala He Ala He Thr Leu Leu Met 

165 170 175 



Val Thr Phe Met Phe Trp He Lys Ala Gin Lys Thr Gly Ser He Met 
180 185 190 



His Ala Thr Cys Ala Ala Leu Phe Tyr Phe Tyr Met Val Ser Ala Trp 
195 200 205 



Gly Gly Tyr Val Phe He Thr Asn Leu He Pro Leu His Val Phe Leu 
210 215 220 



Leu He Leu Met Gly Arg Tyr Ser Ser Lys Leu Tyr Ser Ala Tyr Thr 
225 230 235 240 

Thr Trp Tyr Ala He Gly Thr Val Ala Ser Met Gin He Pro Phe Val 
245 250 255 



Gly Phe Leu Pro He Arg Ser Asn Asp His Met Ala Ala Leu Gly Val 
260 265 270 



Phe Gly Leu He Gin He Val Ala Phe Gly Asp Phe Val Lys Gly Gin 
275 280 285 



He Ser Thr Ala Lys Phe Lys Val He Met Met Val Ser Leu Phe Leu 
290 295 300 



He Leu Val Leu Gly Val Val Gly Leu Ser Ala Leu Thr Tyr Met Gly 
305 310 315 320 



Leu He Ala Pro Trp Thr Gly Arg Phe Tyr Ser Leu Trp Asp Thr Asn 
325 330 335 



Tyr Ala Lys He His He Pro He He Ala Ser Val Ser Glu His Gin 
340 345 350 
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Pro Val Ser Trp Pro Ala Phe Phe Phe Asp Thr His Phe Leu lie Trp 
355 360 365 



Leu Phe Pro Ala Gly Val Phe Leu Leu Phe Leu Asp Leu Lys Asp Glu 
370 375 380 



His Val Phe Val lie Ala Tyr Ser Val Leu Cys Ser Tyr Phe Ala Gly 
385 390 395 400 



Val Met Val Arg Leu Met Leu Thr Leu Thr Pro Val lie Cys Val Ser 
405 410 415 



Ala Ala Val Ala Leu Ser Lys lie Phe Asp lie Tyr Leu Asp Phe Lys 
420 425 430 



Thr Ser Asp Arg Lys Tyr Ala lie Lys Pro Ala Ala Leu Leu Ala Lys 
435 440 445 



Leu lie Val Ser Gly Ser Phe lie Phe Tyr Leu Tyr Leu Phe Val Phe 
450 455 460 



His Ser Thr Trp Val Thr Arg Thr Ala Tyr Ser Ser Pro Ser Val Val 
465 470 475 480 



Leu Pro Ser Gin Thr Pro Asp Gly Lys Leu Ala Leu lie Asp Asp Phe 
485 490 495 



Arg Glu Ala Tyr Tyr Trp Leu Arg Met Asn Ser Asp Glu Asp Ser Lys 
500 505 510 



Val Ala Ala Trp Trp Asp Tyr Gly Tyr Gin lie Gly Gly Met Ala Asp 
515 520 525 



Arg Thr Thr Leu Val Asp Asn Asn Thr Trp Asn Asn Thr His lie Ala 
530 535 540 



lie Val Gly Lys Ala Met Ala Ser Pro Glu Glu Lys Ser Tyr Glu He 
545 550 555 560 



Leu Lys Glu His Asp Val Asp Tyr Val Leu Val lie Phe Gly Gly Leu 
565 570 575 



He Gly Phe Gly Gly Asp Asp He Asn Lys Phe Leu Trp Met He Arg 
580 585 590 
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He Ser Glu Gly He Trp Pro Glu Glu He Lys Glu Arg Tyr Phe Tyr 
595 ' 600 605 



Thr Ala Glu Gly Glu Tyr Arg Val Asp Ala Arg Ala Ser Glu Thr Met 
610 615 620 



Arg Asn Ser Leu Leu Tyr Lys Met Ser Tyr Lys Asp Phe Pro Gin Leu 

625 630 635 640 

Phe Asn Gly Gly Gin Ala Thr Asp Arg Val Arg Gin Gin Met He Thr 

645 650 655 



Pro Leu Asp Val Pro Pro Leu Asp Tyr Phe Asp Glu Val Phe Thr Ser 
660 665 670 



Glu Asn Trp Met Val Arg He Tyr Gin Leu Lys Lys Asp Asp Ala Gin 
675 680 685 

Gly Arg Thr Leu Arg Asp Val Gly Glu Leu Thr Arg Ser Ser Thr Lys 
690 695 700 



Thr Arg Arg Ser He Lys Arg Pro Glu Leu Gly Leu Arg Val 
705 710 715 



<210> 7 

<211> 2417 

<212> DNA 

<213> Drosophila melanogaster 
<300> 

<308> AF132552 

<309> 1999-04-27 

<313> (1) . . (2417) 

<400> 7 

tctaagcgaa gaatgtgtcg ttgcatttca gatcggttat aattttcgag ttactggctg 

gaattgggac atgaatcgga cgccgaagat gctgaacagc aaggtggctg gctacagcag 12 0 

cctaatcacc ttcgccatcc tgctaatcgc ctggctggcc ggattttcct ctcgcctctt 180 

cgccgtcatc cgtttcgagt cgattatcca tgagtttgat ccgtggttca actaccgggc 24 0 

caccgcctac atggtgcaga atggttggta caacttcctc aactggttcg acgagcgcgc 3 00 

atggtatccg ctcggcagga ttgtgggcgg taccgtctat cccggcctga tgattacgtc 36 0 

cggcggaatc cattggctgc tgcacgtact caacataccg gtccatattc gtgacatctg 42 0 

cgtgttcctg gcgccgatct tcagtggcct gacctccatc tccacctacc tgctgaccaa 48 0 

ggagctgtgg tccgcgggcg ccggcctctt cgccgccagc ttcatcgcca tcgtgcctgg 54 0 



60 
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ctacatcagt aggtcggtgg ctggatcgta cgataacgag ggcattgcca tattcgccct 60 0 

gcagttcacc tacttcctgt gggtgcgctc agtgaagact ggatccgtgt tctggtcggc 66 0 

cgcagccgct ttgtcctact tctacatggt gtccgcctgg ggtggctacg tgttcatcat 72 0 

caacctgata cccctgcacg tcttcgtact gctcattatg ggcaggtact cgccgcgtct 78 0 

gctgaccagc tacagcacct tctacatcct gggactgctg ttctccatgc agatcccctt 840 

cgtgggattc caaccgatac gcaccagtga acacatggct gcgctgggag tgtttgtgct 90 0 

ccttatggcc gtggccacct tgcgccattt gcagtccgtg ctgtcgcgca acgagttccg 96 0 

gaagctgttc atcgtcggcg gattgctggt gggcgttggc gtctttgtgg ccgtcgtggt 1020 

gctcaccatg ctgggcgttg tggccccgtg gagtggacgc ttctactcgc tgtgggatac 1080 

tggctacgcc aagatccaca ttcccatcat tgcatccgtg tcggagcatc agcccaccac 1140 

ttggttctcg ttcttctttg atctgcacat cctggtgtgc gccttcccag tgggagtgtg 1200 

gtactgcatc aagcagatca acgacgagcg cgttttcgtg gtgctgtacg ccatcagtgc 1260 

ggtttacttc gctggtgtga tggtgcgttt gatgttgacc ctcacgccgg tggtgtgcat 132 0 

gctggccgga gtggcctttt cgggactgtt ggatgtgttc ctgcaagagg attcgtctaa 1380 

gcgaatgggc acagccataa gcgcagccac cgaagtggat gaagctgagg attccattga 144 0 

gaagaagacg ctgtacgaca aggctggcaa gctgaagcat cgtactaagc atgatgccca 150 0 

gcaggatact ggcgtcagct ccaacctgaa gagtattgtt attttggccg ttctaatgct 1560 

gttgatgatg ttcgctgtcc actgcacgtg ggtgaccagc aatgcctact ccagtccctc 1620 

cattgtcttg gctttccaca acagtcaaga tggatcccgc aacattttag acgatttcag 1680 

agaggcttac tactggcttt cgcagaacac tgccgatgat gctcgcgtta tgtcttggtg 1740 

ggattacgga taccagatag cgggaatggc aaacagaacg acgctagtgg ataataatac 1800 

gtggaacaat agtcacatag cgctggttgg caaggcaatg tcttcaaccg aggagaagtc 186 0 

ctacgaaatt atgacatctc ttgacgtgga ctacgttttg gtgatctttg gcggtgtgat 192 0 

cggctattct ggcgatgata tcaacaagtt cctgtggatg gtccgaattg ctgagggaga 198 0 

gcatcccaag gacattaagg aaagcgatta ctttaccgac cgcggtgaat tcagggtaga 2 04 0 

tgccgaaggt gctccggccc tgctcaactg ccttatgtac aaattaagct actacagatt 2100 

cggggaattg aagttggact acagaggtcc atctggatat gatcgcacac gtaacgccgt 216 0 

cattgggaat aaggacttcg atctgaccta cctggaggag gcctacacca cagaacactg 22 2 0 

gcttgttcgc atctataggg tgaagaagcc gcatgagttc aatagaccat cactgaagac 2280 

caaggagaga acgattcctc cagcaaactt catttcgaga aagaactcta agcgtcgcaa 234 0 
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gggctacata cgaaaccgac cggttgttgt taagggaaaa cgaaccttga aataaaccca 2400 



aaaaaaaaaa aaaaaaa 



<210> 8 

<211> 774 

<212> PRT 

<213> Drosophila melanogaster 
<300> 

<308> AF132552 

<309> 1999-04-27 

<313> (1) . . (774) 

<400> 8 



2417 



Met Asn Arg Thr Pro Lys Met Leu Asn Ser Lys Val Ala Gly Tyr Ser 



Ser Leu He Thr Phe Ala He Leu Leu He Ala Trp Leu Ala Gly Phe 
20 25 30 

Ser Ser Arg Leu Phe Ala Val He Arg Phe Glu Ser He He His Glu 
35 40 45 



Phe Asp Pro Trp Phe Asn Tyr Arg Ala Thr Ala Tyr Met Val Gin Asn 
50 55 60 



Gly Trp Tyr Asn Phe Leu Asn Trp Phe Asp Glu Arg Ala Trp Tyr Pro 
65 *" ~ 70 75 80 

Leu Gly Arg He Val Gly Gly Thr Val Tyr Pro Gly Leu Met He Thr 
85 90 95 



Ser Gly Gly He His Trp Leu Leu His Val Leu Asn He Pro Val His 
100 105 HO 

He Arg Asp He Cys Val Phe Leu Ala Pro He Phe Ser Gly Leu Thr 

115 120 125 



Ser He Ser Thr Tyr Leu Leu Thr Lys Glu Leu Trp Ser Ala Gly Ala 
130 135 140 



Gly Leu Phe Ala Ala Ser Phe He Ala He Val Pro Gly Tyr He Ser 
145 150 155 160 



Arg Ser Val Ala Gly Ser Tyr Asp Asn Glu Gly He Ala He Phe Ala 
165 170 175 
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Leu Gin Phe Thr Tyr Phe Leu Trp Val Arg Ser Val Lys Thr Gly Ser 
180 185 190 



Val Phe Trp Ser Ala Ala Ala Ala Leu Ser Tyr Phe Tyr Met Val Ser 
195 200 205 



Ala Trp Gly Gly Tyr Val Phe lie He Asn Leu He Pro Leu His Val 
210 * 215 220 



Phe Val Leu Leu He Met Gly Arg Tyr Ser Pro Arg Leu Leu Thr Ser 
225 230 235 240 



Tyr Ser Thr Phe Tyr He Leu Gly Leu Leu Phe Ser Met Gin He Pro 
245 250 255 



Phe Val Gly Phe Gin Pro He Arg Thr Ser Glu His Met Ala Ala Leu 
260 265 270 



Gly Val Phe Val Leu Leu Met Ala Val Ala Thr Leu Arg His Leu Gin 
275 280 285 

Ser Val Leu Ser Arg Asn Glu Phe Arg Lys Leu Phe He Val Gly Gly 
290 295 300 



Leu Leu Val Gly Val Gly Val Phe Val Ala Val Val Val Leu Thr Met 
305 310 315 320 

Leu Gly Val Val Ala Pro Trp Ser Gly Arg Phe Tyr Ser Leu Trp Asp 
325 330 335 



Thr Gly Tyr Ala Lys He His He Pro He He Ala Ser Val Ser Glu 
340 345 350 



His Gin Pro Thr Thr Trp Phe Ser Phe Phe Phe Asp Leu His He Leu 
355 360 365 

Val Cys Ala Phe Pro Val Gly Val Trp Tyr Cys He Lys Gin He Asn 
370 375 380 



Asp Glu Arg Val Phe Val Val Leu Tyr Ala He Ser Ala Val Tyr Phe 
385 ~ 390 395 400 



Ala Gly Val Met Val Arg Leu Met Leu Thr Leu Thr Pro Val Val Cys 
405 410 415 



Met Leu Ala Gly Val Ala Phe Ser Gly Leu Leu Asp Val Phe Leu Gin 



420 
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425 



430 



Glu Asp Ser Ser Lys Arg Met Gly Thr Ala He Ser Ala Ala Thr Glu 
435 440 445 



Val Asp Glu Ala Glu Asp Ser He Glu Lys Lys Thr Leu Tyr Asp Lys 
450 455 460 



Ala Gly Lys Leu Lys His Arg Thr Lys His Asp Ala Gin Gin Asp Thr 
465 ~ 470 475 480 

Gly Val Ser Ser Asn Leu Lys Ser He Val He Leu Ala Val Leu Met 
485 490 495 



Leu Leu Met Met Phe Ala Val His Cys Thr Trp Val Thr Ser Asn Ala 
500 505 510 



Tyr Ser Ser Pro Ser He Val Leu Ala Phe His Asn Ser Gin Asp Gly 
515 520 525 



Ser Arg Asn He Leu Asp Asp Phe Arg Glu Ala Tyr Tyr Trp Leu Ser 
530 535 540 



Gin Asn Thr Ala Asp Asp Ala Arg Val Met Ser Trp Trp Asp Tyr Gly 
545 550 555 560 

Tyr Gin He Ala Gly Met Ala Asn Arg Thr Thr Leu Val Asp Asn Asn 
565 570 575 



Thr Trp Asn Asn Ser His He Ala Leu Val Gly Lys Ala Met Ser Ser 
580 585 590 



Thr Glu Glu Lys Ser Tyr Glu He Met Thr Ser Leu Asp Val Asp Tyr 
595 600 605 

Val Leu Val He Phe Gly Gly Val He Gly Tyr Ser Gly Asp Asp He 
610 615 620 



Asn Lys Phe Leu Trp Met Val Arg He Ala Glu Gly Glu His Pro Lys 
625 630 635 640 

Asp He Lys Glu Ser Asp Tyr Phe Thr Asp Arg Gly Glu Phe Arg Val 

645 650 655 



Asp Ala Glu Gly Ala Pro Ala Leu Leu Asn Cys Leu Met Tyr Lys Leu 
660 665 670 
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Ser Tyr Tyr Arg Phe Gly Glu Leu Lys Leu Asp Tyr Arg Gly Pro Ser 
675 680 685 



Gly Tyr Asp Arg Thr Arg Asn Ala Val He Gly Asn Lys Asp Phe Asp 
690 6 95 700 



Leu Thr Tyr Leu Glu Glu Ala Tyr Thr Thr Glu His Trp Leu Val Arg 
705 * 710 715 720 



He Tyr Arg Val Lys Lys Pro His Glu Phe Asn Arg Pro Ser Leu Lys 
725 730 735 



Thr Lys Glu Arg Thr He Pro Pro Ala Asn Phe He Ser Arg Lys Asn 
740 745 750 



Ser Lys Arg Arg Lys Gly Tyr He Arg Asn Arg Pro Val Val Val Lys 
755 760 765 



Gly Lys Arg Thr Leu Lys 
770 



<210> 9 

<211> 3094 

<212> DNA 

<213> Mus musculus 

<300> 

<308> NM_008408 

<309> 2000-11-01 

<313> (1)..(3094) 

<400> 9 

ctgtcagggt tgagtgcgcc gctgaacgga tggcaggggg agcagagtgg gttcctgagg 

agcatccgtg aggtatttga atatcatcag ttgccaccca ttgatgtcaa gatgactaag 12 0 

cttggatttt tgcgattgtc ctatgagaag caggacacac ttctaaagct tctcatcctg 18 0 

tcgatggctg ctgtgttatc tttttctact cgtctttttg ctgtgctgag atttgaaagt 240 

gtcatccatg agtttgatcc gtactttaat tatcggacta cccggtttct ggctgaggag 300 

gggttttata aattccataa ctggtttgat gaccgggctt ggtacccttt gggccgaatc 360 

attggaggaa caatttaccc aggtttaatg atcacttctg ctgcaatcta ccatgtactc 42 0 

catttcttcc atatcactat tgacattcgg aatgtctgtg ttttcctggc cccacttttc 480 

tcctctttca ccaccatcgt tacgtaccac cttaccaaag agctcaagga tgcaggagct 540 
gggcttcttg ctgctgccat gattgctgta gttcctgggt atatttctcg atctgtagct 



60 



600 



IMI I I. I JH IIIfi M ' H I I I, 1 'W 



ggctcctatg 


ataatgaagg 


aattgctatc 
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ttttgcatgc 


tgcttactta 


ctacatgtgg 


660 


atcaaggcag 


tgaagactgg 


ttccatctat 


tgggctgcca 


agtgtgccct 


cgcttatttc 


720 


tacatggtct 


cttcatgggg 


aggctatgtg 


ttcctgatca 


acttgattcc 


tctacatgtc 


780 


ctggtgctaa 


tgctgacagg 


ccgtttttct 


caccggatct 


acgtagccta 


ctgtactgtt 


840 


tactgcctgg 


gcaccattct 


ttctatgcag 


atttcctttg 


ttggtttcca 


gcccgtcctt 


900 


tcatcagaac 


acatggcagc 


ctttggagtg 


tttggtctct 


gtcagatcca 


tgctttcgta 


960 


gattacctgc 


gcagcaagtt 


gaatccacag 


caattcgaag 


ttcttttccg 


gagtgttatc 


1020 


tccctggttg 


gctttgtcct 


cctcactgtg 


ggagctctcc 


tcatgctaac 


aggaaaaatt 


1080 


tctccctgga 


cagggcgttt 


ctactctctg 


ctggatccct 


cttatgctaa 


gaataacatt 


1140 


cccattattg 


catctgtttc 


tgagcaccag 


cccacaacct 


ggtcttccta 


ctattttgat 


1200 


ctacagctcc 


ttgtcttcat 


gtttccagtt 


ggcctctatt 


actgctttag 


caacctgtct 


1260 


gatgctcgga 


tttttatcat 


catgtatggt 


gtgaccagca 


tgtacttttc 


agctgtaatg 


1320 


gtgcgtctaa 


tgctggtatt 


ggcacctgtt 


atgtgcattc 


tttctggcat 


tggtgtttcc 


1380 


caggtgctgt 


ccacatatat 


gaaaaatctg 


gacataagtc 


gcccagacaa 


gaagagcaag 


1440 


aagcaacagg 


attctactta 


ccctattaag 


aatgaggtgg 


cgagtgggat 


gatactggtc 


1500 


atggcttttt 


ttctcatcac 


ctacacgttt 


cattcgactt 


gggtgaccag 


tgaagcctat 


1560 


tcttctccct 


ccattgtact 


gtctgctcgt 


ggtggggatg 


gcagtaggat 


catttttgat 


1620 


gacttccgag 


aagcgtatta 


ttggctccgt 


cacaatactc 


cagaggatgc 


aaaagtcatg 


1680 


tcatggtggg 


attatggcta 


ccaaattact 


gcaatggcaa 


atcggacaat 


tttagtggac 


1740 


aataacacat 


ggaataatac 


ccatatttct 


cgagtagggc 


aggcaatggc 


atccacagaa 


1800 


gaaaaagcct 


atgaaatcat 


gagggagctt 


gatgtcagct 


atgtgcttgt 


catttttgga 


1860 


ggccttactg 


ggtattcttc 


ggatgatatc 


aacaagtttc 


tttggatggt 


ccggattgga 


1920 


ggaagcacag 


agacaggaag 


acacattaag 


gagaatgact 


actatactcc 


tactggggaa 


1980 


ttccgtgttg 


atcgtgaggg 


ttctccggtg 


ctgctcaact 


gccttatgta 


caaaatgtgt 


2040 


tactaccgct 


ttgggcaggt 


ctacacagaa 


gccaagcgtc 


caccaggctt 


tgaccgtgtt 


2100 


cgaaatgctg 


agattggtaa 


taaagacttt 


gagcttgatg 


tcctggagga 


agcgtatacc 


2160 


acagaacact 


ggctagtcag 


gatatacaag 


gtaaaggacc 


tggataatcg 


aggcttgtca 


2220 


aggacataaa 


cgtcacattg 


tgccctgagc 


attatgcttc 


gcactgagcg 


cgtcatgttg 


2280 


aggacgctga 


agatgttttt 


tatatgcagt 


ttataagaac 


agccggatgg 


ggttagaatt 


2340 


gtctgcaagt 


tttgccctgg 


acaatatggg 


ctgggccaag 


tgaaatgatt 


tttataattc 


2400 


tgagcaggtt 


accaaatgaa 


atgttatggc 


tttactttgg 


tcaattaaaa 


gagggggggg 


2460 
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gatttttttt aaatgtgcct tatttgtttt gacttaaatt ggctgatacg aggatcacag 2 52 0 

aagtgagcgg atggaagacc atatccatgc tctaggtccc caaatgaacc agataggagc 2 58 0 

atttttttct cctatcagca atctcaagga ctagctctgg ttcaacaaat gtaaacaaca 264 0 

actttgtcac acttttttgt tttttagcac ccaggtacaa tgctttcctt ataatgggtg 2700 

cttaataaat ttttatcaaa tgaataaatg tttctgggac cagaggagtg ctgtttctgg 27 6 0 

gcaagaaaga cagctttctt gctgttatgt ctatgttctc gatgtctatt tctttagaag 2820 

ctctttggct ttataaggac agaaagttgc tgagtattcc tgatctcacc agtatccttt 2880 
caaactaatg gcagttattc tttttctaag tagaaatgtg aagcaaaagt gactaatcca 
gtagttctta agatcagtga aacatcaatc ctagaggaag acactcctcc aacatcaggt 
tgatgatcag tagatgtttc tggaatcaga tgtcattatg tggacctaca tgaagtttag 
gcattcaata cttcactaaa cctaaaacat agta 



<210> 10 

<211> 705 

<212> PRT 

<213> Mus mus cuius 

<300> 

<308> NP_032434 

<309> 2000-11-01 

<313> (1) . - (705) 

<400> 10 

Met Thr Lys Leu Gly Phe Leu Arg Leu Ser Tyr Glu Lys Gin Asp Thr 
15 10 15 



Leu Leu Lys Leu Leu He Leu Ser Met Ala Ala Val Leu Ser Phe Ser 
20 25 30 

Thr Arg Leu Phe Ala Val Leu Arg Phe Glu Ser Val He His Glu Phe 
35 40 45 



Asp Pro Tyr Phe Asn Tyr Arg Thr Thr Arg Phe Leu Ala Glu Glu Gly 
50 55 60 



Phe Tyr Lys Phe His Asn Trp Phe Asp Asp Arg Ala Trp Tyr Pro Leu 
65 70 75 80 



Gly Arg He He Gly Gly Thr He Tyr Pro Gly Leu Met He Thr Ser 
85 90 95 



Ala Ala He Tyr His Val Leu His Phe Phe His He Thr He Asp He 



100 
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105 



110 



Arg Asn Val Cys Val Phe Leu Ala Pro Leu Phe Ser Ser Phe Thr Thr 
115 120 125 



lie Val Thr Tyr His Leu Thr Lys Glu Leu Lys Asp Ala Gly Ala Gly 
130 135 140 



Leu Leu Ala Ala Ala Met lie Ala Val Val Pro Gly Tyr lie Ser Arg 
145 150 155 160 



Ser Val Ala Gly Ser Tyr Asp Asn Glu Gly lie Ala lie Phe Cys Met 
165 170 175 



Leu Leu Thr Tyr Tyr Met Trp lie Lys Ala Val Lys Thr Gly Ser lie 
180 185 190 



Tyr Trp Ala Ala Lys Cys Ala Leu Ala Tyr Phe Tyr Met Val Ser Ser 
195 200 205 



Trp Gly Gly Tyr Val Phe Leu lie Asn Leu lie Pro Leu His Val Leu 
210 215 220 



Val Leu Met Leu Thr Gly Arg Phe Ser His Arg lie Tyr Val Ala Tyr 
225 230 235 240 



Cys Thr Val Tyr Cys Leu Gly Thr lie Leu Ser Met Gin lie Ser Phe 
245 250 255 



Val Gly Phe Gin Pro Val Leu Ser Ser Glu His Met Ala Ala Phe Gly 
260 265 270 



Val Phe Gly Leu Cys Gin lie His Ala Phe Val Asp Tyr Leu Arg Ser 
275 280 285 



Lys Leu Asn Pro Gin Gin Phe Glu Val Leu Phe Arg Ser Val He Ser 
290 295 300 



Leu Val Gly Phe Val Leu Leu Thr Val Gly Ala Leu Leu Met Leu Thr 
305 310 315 320 



Gly Lys He Ser Pro Trp Thr Gly Arg Phe Tyr Ser Leu Leu Asp Pro 
325 330 335 



Ser Tyr Ala Lys Asn Asn He Pro He He Ala Ser Val Ser Glu His 
340 345 350 
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Gin Pro Thr Thr Trp Ser Ser Tyr Tyr Phe Asp Leu Gin Leu Leu Val 
355 360 365 



Phe Met Phe Pro Val Gly Leu Tyr Tyr Cys Phe Ser Asn Leu Ser Asp 
370 375 380 



Ala Arg He Phe He He Met Tyr Gly Val Thr Ser Met Tyr Phe Ser 
385 390 395 400 



Ala Val Met Val Arg Leu Met Leu Val Leu Ala Pro Val Met Cys He 
405 410 415 



Leu Ser Gly He Gly Val Ser Gin Val Leu Ser Thr Tyr Met Lys Asn 
420 425 430 



Leu Asp He Ser Arg Pro Asp Lys Lys Ser Lys Lys Gin Gin Asp Ser 
435 440 445 



Thr Tyr Pro He Lys Asn Glu Val Ala Ser Gly Met He Leu Val Met 
450 455 460 



Ala Phe Phe Leu He Thr Tyr Thr Phe His Ser Thr Trp Val Thr Ser 
465 470 475 480 



Glu Ala Tyr Ser Ser Pro Ser He Val Leu Ser Ala Arg Gly Gly Asp 
485 490 495 



Gly Ser Arg He He Phe Asp Asp Phe Arg Glu Ala Tyr Tyr Trp Leu 
500 505 510 



Arg His Asn Thr Pro Glu Asp Ala Lys Val Met Ser Trp Trp Asp Tyr 
515 520 525 



Gly Tyr Gin He Thr Ala Met Ala Asn Arg Thr He Leu Val Asp Asn 
530 535 540 



Asn Thr Trp Asn Asn Thr His He Ser Arg Val Gly Gin Ala Met Ala 
545 550 555 560 



Ser Thr Glu Glu Lys Ala Tyr Glu He Met Arg Glu Leu Asp Val Ser 
565 570 575 



Tyr Val Leu Val He Phe Gly Gly Leu Thr Gly Tyr Ser Ser Asp Asp 
580 585 590 
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lie Asn Lys Phe Leu Trp Met Val Arg lie Gly Gly Ser Thr Glu Thr 
595 600 605 



Gly Arg His lie Lys Glu Asn Asp Tyr Tyr Thr Pro Thr Gly Glu Phe 
610 615 620 



Arg Val Asp Arg Glu Gly Ser Pro Val Leu Leu Asn Cys Leu Met Tyr 
625 630 635 640 



Lys Met Cys Tyr Tyr Arg Phe Gly Gin Val Tyr Thr Glu Ala Lys Arg 
645 650 655 



Pro Pro Gly Phe Asp Arg Val Arg Asn Ala Glu lie Gly Asn Lys Asp 
660 665 670 



Phe Glu Leu Asp Val Leu Glu Glu Ala Tyr Thr Thr Glu His Trp Leu 
675 680 685 



Val Arg lie Tyr Lys Val Lys Asp Leu Asp Asn Arg Gly Leu Ser Arg 
690 695 700 



Thr 
705 



<210> 11 

<211> 2472 

<212> DNA 

<213> Homo sapiens 

<300> 

<308> NM_002219 

<309> 2000-10-31 

<313> (1) . . (2472) 

<400> 11 

ctgccagggt tgggtgcgcc gctgaacgga tggctgaggg agccccgcgg atcgttagga 6 0 

aagccggcca gctgatcgtc gtgtgttgcc acccattcat gtcaagatga ctaagtttgg 12 0 

atttttgcga ttgtcctatg agaagcagga cacacttttg aagcttctca ttctgtcaat 180 

ggctgctgta ttatccttct ccactcgtct gtttgctgtc ctgagatttg aaagtgttat 24 0 

ccatgagttt gatccgtact ttaattatcg gactaccagg ttcctggctg aggaggggtt 3 00 

ttataaattc cataactggt ttgatgaccg agcctggtac cctttgggac gaatcattgg 36 0 

aggaacaatt tacccaggtt taatgatcac ctctgctgca atctaccatg tactccattt 420 

tttccacatc accatcgaca ttcggaatgt ctgtgtgttc ctggcccctc tcttctcctc 480 

cttcacctcc atcgtcacgt acctccttac caaagagctc aaggatgcag gggctgggct 54 0 
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tcttgctgct gccatgattg ctgtagttcc tggatatatc tcccgatctg tggctggctc 600 

ctatgataat gaagggattg ccatcttttg catgctactc acctactaca tgtggatcaa 66 0 

ggcagtaaag actggttcca tctgttgggc agctaagtgt gcccttgctt atttctacat 72 0 

ggtctcgtca tggggaggtt atgtgttcct gatcaactta attcctctcc acgtcctcgt 78 0 

gctgatgctc acaggccgtt tctctcaccg gatctatgtg gcctactgta ctgtttactg 84 0 

cctgggtact atactttcta ggcagatctc ctttgtgggt ttccagcctg tcctttcatc 900 

agagcacatg gcagggtttg gggtctttgg tctctgccag atccatgcct ttgtggatta 960 

cctgcgcagc aagttgaatc cacaacaatt tgaagttctt ttccggagcg tcatctctct 102 0 

ggtaggcttt gtccttctca ccgtgggagc tctcctcatg ctgacaggaa aaatatctcc 10 80 

ctggacgggg cgtttctact cactgctgga tccctcttat gctaagaaca acatccccat 114 0 

cattgcttct gtgtctgagc atcagcccac aacctggtcc tcatactatt ttgacctgca 1200 

gctcctcgtc ttcatgtttc cagttggcct ctattactgc tttagcaacc tgtctgatgc 1260 

ccggattttt atcatcatgt atggtgtgac cagcatgtac ttttcagctg taatggtgcg 13 2 0 

tctaatgcta gtgttggcac ctgttatgag cattctctct ggcattggag tctcccaggt 13 8 0 

gctgtccaca tacatgaaga atctggacat aagtcgccca gacaagaaga gcaagaagca 144 0 

acaggattcc acctacccta ttaagattga agtggcaagt gggatgatac tggtcatggc 150 0 

tttctttctc atcacctaca cctttcattc aacctgggtg accagtgagg cctactcttc 1560 

tccgtccatt gtactatctg cccgtggtgg ggatggcagt aggatcatat ttgatgactt 162 0 

ccgagaagca tattattggc ttcgtcataa tactccagag gatgcgaagg tcatgtcctg 168 0 

gtgggattat ggctatcaga ttacagctat ggcaaaccga acaattttag tggacaataa 174 0 

cacatggaat aatacccata tttctcgagt agggcaggca atggcgtcca cagaggaaaa 18 00 

agcctatgag atcatgaggg agctcgatgt cagctatgtg ctggtcattt ttggaggcct 186 0 

cactgggtat tcctctgatg atatcaacaa gtttctttgg atggtccgga ttggagggag 192 0 

cacagataca ggcaaacata tcaaggagaa tgactattat actccaactg gggagttccg 1980 

tgtggaccgt gaaggttctc cagtgctgct caactgcctc atgtacaaga tgtgttacta 2 04 0 

tcgctttgga caggtttaca cagaagccaa gcgtcctcca ggctttgacc gtgtccgaaa 2100 

tgctgagatt gggaataaag actttgagct tgatgtcctg gaggaaggct ataccacaga 216 0 

acattggctg gtcaggatat acaaggtaaa ggacctggat aatcgaggct tgtcaaggac 22 2 0 

ataaatgtca cgtccagctc tgatatcttc gcactgagca catcacattt aggacgttga 228 0 

agattttttt tttttttttt tttttaatat gcagtttgta agaacaaaac tggatggcat 234 0 
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ccgaattgtc tggaagtttt gtcttgggca tgatgggctg ggccaaatga aatgattttt 



ataattctaa acaggttacc aaatgaaatg tcatggcttt actttggtca attaaagggg 
ggaatttttt ta 



<210> 


12 


<211> 


705 


<212> 


PRT . 


<213> 


Homo sapiens 


<300> 




<308> 


NP_002210 


<309> 


2000-10-31 


<313> 


(1) . • (705) 


<400> 


12 



Met Thr Lys Phe Gly Phe Leu Arg Leu Ser Tyr Glu Lys Gin Asp Thr 
15 10 15 



Leu Leu Lys Leu Leu lie Leu Ser Met Ala Ala Val Leu Ser Phe Ser 
20 25 30 



Thr Arg Leu Phe Ala Val Leu Arg Phe Glu Ser Val lie His Glu Phe 
35 40 45 



Asp Pro Tyr Phe Asn Tyr Arg Thr Thr Arg Phe Leu Ala Glu Glu Gly 
50 55 60 



Phe Tyr Lys Phe His Asn Trp Phe Asp Asp Arg Ala Trp Tyr Pro Leu 
65 70 75 80 



Gly Arg lie lie Gly Gly Thr lie Tyr Pro Gly Leu Met lie Thr Ser 
85 90 95 



Ala Ala lie Tyr His Val Leu His Phe Phe His He Thr He Asp He 
100 105 110 



Arg Asn Val Cys Val Phe Leu Ala Pro Leu Phe Ser Ser Phe Thr Ser 
115 120 125 



He Val Thr Tyr Leu Leu Thr Lys Glu Leu Lys Asp Ala Gly Ala Gly 
130 135 140 



Leu Leu Ala Ala Ala Met He Ala Val Val Pro Gly Tyr He Ser Arg 
145 150 155 160 



Ser Val Ala Gly Ser Tyr Asp Asn Glu Gly He Ala He Phe Cys Met 
165 170 175 
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Leu Leu Thr Tyr Tyr Met Trp lie Lys Ala Val Lys Thr Gly Ser He 
180 185 190 



Cys Trp Ala Ala Lys Cys Ala Leu Ala Tyr Phe Tyr Met Val Ser Ser 
195 200 205 



Trp Gly Gly Tyr Val Phe Leu He Asn Leu lie Pro Leu His Val Leu 
210 215 220 



Val Leu Met Leu Thr Gly Arg Phe Ser His Arg He Tyr Val Ala Tyr 
225 230 235 240 



Cys Thr Val Tyr Cys Leu Gly Thr He Leu Ser Arg Gin He Ser Phe 
245 250 255 



Val Gly Phe Gin Pro Val Leu Ser Ser Glu His Met Ala Gly Phe Gly 
260 265 270 



Val Phe Gly Leu Cys Gin He His Ala Phe Val Asp Tyr Leu Arg Ser 
275 280 285 



Lys Leu Asn Pro Gin Gin Phe Glu Val Leu Phe Arg Ser Val He Ser 
290 295 300 



Leu Val Gly Phe Val Leu Leu Thr Val Gly Ala Leu Leu Met Leu Thr 
305 310 315 320 



Gly Lys He Ser Pro Trp Thr Gly Arg Phe Tyr Ser Leu Leu Asp Pro 
325 330 335 



Ser Tyr Ala Lys Asn Asn He Pro He He Ala Ser Val Ser Glu His 
340 345 350 



Gin Pro Thr Thr Trp Ser Ser Tyr Tyr Phe Asp Leu Gin Leu Leu Val 
355 360 365 



Phe Met Phe Pro Val Gly Leu Tyr Tyr Cys Phe Ser Asn Leu Ser Asp 
370 375 380 



Ala Arg He Phe He He Met Tyr Gly Val Thr Ser Met Tyr Phe Ser 
385 390 395 400 



Ala Val Met Val Arg Leu Met Leu Val Leu Ala Pro Val Met Ser He 
405 410 415 
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Leu Ser Gly lie Gly Val Ser Gin Val Leu Ser Thr Tyr Met Lys Asn 
420 425 430 



Leu Asp lie Ser Arg Pro Asp Lys Lys Ser Lys Lys Gin Gin Asp Ser 
435 440 445 



Thr Tyr Pro lie Lys lie Glu Val Ala Ser Gly Met lie Leu Val Met 
450 455 460 



Ala Phe Phe Leu lie Thr Tyr Thr Phe His Ser Thr Trp Val Thr Ser 
465 470 475 480 



Glu Ala Tyr Ser Ser Pro Ser lie Val Leu Ser Ala Arg Gly Gly Asp 
485 490 495 



Gly Ser Arg lie lie Phe Asp Asp Phe Arg Glu Ala Tyr Tyr Trp Leu 
500 505 510 



Arg His Asn Thr Pro Glu Asp Ala Lys Val Met Ser Trp Trp Asp Tyr 
515 520 525 



Gly Tyr Gin lie Thr Ala Met Ala Asn Arg Thr lie Leu Val Asp Asn 
530 535 540 



Asn Thr Trp Asn Asn Thr His lie Ser Arg Val Gly Gin Ala Met Ala 
545 550 555 560 



Ser Thr Glu Glu Lys Ala Tyr Glu lie Met Arg Glu Leu Asp Val Ser 
565 570 575 



Tyr Val Leu Val lie Phe Gly Gly Leu Thr Gly Tyr Ser Ser Asp Asp 
580 585 590 



lie Asn Lys Phe Leu Trp Met Val Arg lie Gly Gly Ser Thr Asp Thr 
595 600 605 



Gly Lys His lie Lys Glu Asn Asp Tyr Tyr Thr Pro Thr Gly Glu Phe 
610 615 620 



Arg Val Asp Arg Glu Gly Ser Pro Val Leu Leu Asn Cys Leu Met Tyr 
625 630 635 640 



Lys Met Cys Tyr Tyr Arg Phe Gly Gin Val Tyr Thr Glu Ala Lys Arg 
645 650 655 
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Pro Pro Gly Phe Asp Arg Val Arg Asn Ala Glu lie Gly Asn Lys Asp 
660 665 670 



Phe Glu Leu Asp Val Leu Glu Glu Gly Tyr Thr Thr Glu His Trp Leu 
675 680 685 



Val Arg lie Tyr Lys Val Lys Asp Leu Asp Asn Arg Gly Leu Ser Arg 
690 695 700 



Thr 
705 



<210> 13 

<211> 757 

<212> PRT 

<213> Caenorhabditis elegans 
<300> 

<308> P46975 

<309> 1996-10-01 

<313> (1) . . (757) 

<400> 13 

Met Thr Ser Thr Thr Ala Ala Arg Thr Ala Ser Ser Arg Val Gly Ala 
15 10 15 



Thr Thr Leu Leu Thr lie Val Val Leu Ala Leu Ala Trp Phe Val Gly 
20 25 30 



Phe Ala Ser Arg Leu Phe Ala lie Val Arg Phe Glu Ser lie lie His 
35 40 45 



Glu Phe Asp Pro Trp Phe Asn Tyr Arg Ala Thr His His Met Val Gin 
50 55 60 



His Gly Phe Tyr Lys Phe Leu Asn Trp Phe Asp Glu Arg Ala Trp Tyr 
65 70 75 80 



Pro Leu Gly Arg He Val Gly Gly Thr Val Tyr Pro Gly Leu Met Val 
85 90 95 



Thr Ser Gly Leu He His Trp He Leu Asp Ser Leu Asn Phe His Val 
100 105 110 



His He Arg Glu Val Cys Val Phe Leu Ala Pro Thr Phe Ser Gly Leu 
115 120 125 



Thr Ala He Ala Thr Tyr Leu Leu Thr Lys Glu Leu Trp Ser Pro Gly 



130 
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135 140 



Ala Gly Leu Phe Ala Ala Cys Phe lie Ala lie Ser Pro Gly Tyr Thr 
145 150 155 160 



Ser Arg Ser Val Ala Gly Ser Tyr Asp Asn Glu Gly He Ala He Phe 
165 170 175 



Ala Leu Gin Phe Thr Tyr Tyr Leu Trp Val Lys Ser Leu Lys Thr Gly 
180 185 190 



Ser He Met Trp Ala Ser Leu Cys Ala Leu Ser Tyr Phe Tyr Met Val 
195 200 205 



Ser Ala Trp Gly Gly Tyr Val Phe He He Asn Leu He Pro Leu His 
210 215 220 



Ala Leu Ala Leu He He Met Gly Arg Tyr Ser Ser Arg Leu Phe Val 
225 230 235 240 



Ser Tyr Thr Ser Phe Tyr Cys Leu Ala Thr lie Leu Ser Met Gin Val 
245 250 255 



Pro Phe Val Gly Phe Gin Pro Val Arg Thr Ser Glu His Met Pro Ala 
260 265 270 



Phe Gly Val Phe Gly Leu Leu Gin He Val Ala Leu Met His Tyr Ala 
275 280 285 



Arg Asn Arg He Thr Arg Gin Gin Phe Met Thr Leu Phe Val Gly Gly 
290 295 300 



Leu Thr He Leu Gly Ala Leu Ser Val Val Val Tyr Phe Ala Leu Val 
305 310 315 320 



Trp Gly Gly Tyr Val Ala Pro Phe Ser Gly Arg Phe Tyr Ser Leu Trp 
325 330 335 



Asp Thr Gly Tyr Ala Lys He His He Pro lie lie Ala Ser Val Ser 
340 345 350 



Glu His Gin Pro Thr Thr Trp Val Ser Phe Phe Phe Asp Leu His He 
355 ~ 360 365 



Thr Ala Ala Val Phe Pro Val Gly Leu Trp Tyr Cys He Lys Lys Val 
370 375 380 
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Asn Asp Glu Arg Val Phe lie lie Leu Tyr Ala Val Ser Ala Val Tyr 
385 390 395 400 



Phe Ala Gly Val Met Val Arg Leu Met Leu Thr Leu Thr Pro Ala Val 
405 410 415 



Cys Val Leu Ala Gly lie Gly Phe Ser Tyr Thr Phe Glu Lys Tyr Leu 
420 425 430 



Lys Asp Glu Glu Thr Lys Glu Arg Ser Ser Ser Gin Ser Gly Thr Thr 
435 440 445 



Lys Asp Glu Lys Leu Tyr Asp Lys Ala Ala Lys Asn Val Lys Ser Arg 
450 455 460 



Asn Ala Asn Asp Gly Asp Glu Ser Gly Val Ser Ser Asn Val Arg Thr 
465 470 475 480 



lie lie Ser lie lie Leu Val lie Phe Leu Leu Met Phe Val Val His 
485 490 495 



Ala Thr Tyr Val Thr Ser Asn Ala Tyr Ser His Pro Ser Val Val Leu 
500 505 510 



Gin Ser Ser Thr Asn Asn Gly Asp Arg lie lie Met Asp Asp Phe Arg 
515 520 525 



Glu Ala Tyr His Trp Leu Arg Glu Asn Thr Ala Asp Asp Ala Arg Val 
530 535 540 



Met Ser Trp Trp Asp Tyr Gly Tyr Gin lie Ala Gly Met Ala Asn Arg 
545 " 550 555 560 



Thr Thr Leu Val Asp Asn Asn Thr Trp Asn Asn Ser His lie Ala Leu 
565 570 575 



Val Gly Lys Ala Met Ser Ser Asn Glu Ser Ala Ala Tyr Glu lie Met 
580 585 590 



Thr Glu Leu Asp Val Asp Tyr He Leu Val He Phe Gly Gly Val He 
595 600 605 



Gly Tyr Ser Gly Asp Asp He Asn Lys Phe Leu Trp Met Val Arg He 
610 615 620 
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Ala Gin Gly Glu His Pro Lys Asp lie Arg Glu Glu Asn Tyr Phe Thr 
625 630 635 640 



Ser Thr Gly Glu Tyr Ser Thr Gly Ala Gly Ala Ser Glu Thr Met Leu 
645 650 655 



Asn Cys Leu Met Tyr Lys Met Ser Tyr Tyr Arg Phe Gly Glu Thr Arg 
660 665 670 



Val Gly Tyr Asn Gin Ala Gly Gly Phe Asp Arg Thr Arg Gly Tyr Val 
675 680 685 



lie Gly Lys Lys Asp lie Thr Leu Glu Tyr He Glu Glu Ala Tyr Thr 
690 695 700 



Thr Glu Asn Trp Leu Val Arg He Tyr Lys Arg Lys Lys Leu Pro Asn 
705 710 715 720 



Arg Pro Thr Val Lys Ser Glu Glu Ala Thr lie Pro He Lys Gly Lys 
725 730 735 



Lys Ala Thr Gin Gly Lys Asn Lys Lys Gly Val He Arg Pro Ala Pro 
740 745 750 



Thr Ala Ser Lys Ala 
755 



